[Genetic analyses of essential hypertension].
Recent genetic studies using nonparametric linkage analyses have suggested that several chromosomal regions linked with hypertension. On the other hand, statistical estimation implied that linkage analyses did not have enough power to identify hypertension-susceptible genes that seemed to have weaker effects on blood pressure than expected previously. Although association analyses using single-nucleotide polymorphisms have been introduced with enthusiasm, it is necessary to solve several questions before we can apply this strategy to identify hypertension-susceptible genes. Not genotyping but phenotyping will become more and more important in the genetic studies of hypertension.